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IREREEA HEDRERY | [ElER | HeERDT | feERel ha S1 tafE S2

<S> | <> z ; ® |(mIUL)| D D% z SDI | Da% |(mIU/L)| D D% z SDI | Da%
RH14 RH14 4 1 3 19.2 -1.3]  -6.3) -0.8 - -26 4.7 -02) -41, -05 - -17
RH15 RH15 4 1 3 21.2 0.7 34 0.4 - 14 4.9 0.0 0.0 0.0 - 0
CL012 |CL012 4 1 3 21.2 0.7 34 0.4 - 14 4.9 0.0 0.0 0.0 - 0
CL013 |CL013 3 1 5 27.8 7.3 35.6 4.5 - 148 5.4 0.5 10.2 13 - 43
Median of RIA Group - -
Range of RIA Group 19.2-27.8 4.7-54
Robust mean of RIA Group -(n=4) -(n=4)
Robust SD of RIA Group - -
CV of RIA Group - -
Median of European RIA Labs 21.4(n=106) 52 (n=104)
Range of European RIA Labs (16% - 84% ) 19.8-27.8 4.6 - 6.6
RHO01b.RH07b,CL009,CL010.CL014a,CLO15. 5 P45t
IREREEAY | HERDERRE | [EIHR %A S1 TRRE S2

<RE5> | <> | RE (mIUL)| D | D% z SDI | Da% |(mIU/L)| D D% z SDI | Da%
RHO1a |RHO1 1 3 9 16.5 -4.0| -19.5| -24| -1.2 -81 4.8 -0.1 -20  -03 0.6 -9
RHO02¢ |[RHO02 3 3 1 16.8 -3.7| -18.0) -2.3| -1.1 -75 4.2 -0.7) -143, -1.8| -1.1 -60
RH06 RH06 1 3 9 19.4 -1.1 54 -0.7 0.3 -22 4.5 04 -82 -1.0/ -0.3 -34
RH07a |[RHO07 3 3 2 17.7 -2.8| -13.7) -17| -0.6 -57 4.1 -0.8| -163| -2.1| -14 -68
RH12 RH12 4 3 2 21.0 0.5 2.4 0.3 1.1 10 4.6 -03] -61, -0.8 0.0 -26
RH19 RH19 3 3 2 19.3 -1.2) 59, -0.7 0.2 -24 4.6 -03] -61, -0.8 0.0 -26
RH20 RH20 3 3 7 18.1 -24| -11.7) -1.5| -04 -49 4.3 -0.6| -12.2) -1.5| -0.8 -51
CL005 |CL005 2 3 9 19.0 -5 -7.3) -09 0.1 -30 4.7 -02) 41, -05 0.3 -17
CL006a |CL006 4 3 7 17.5 -3.0| -146, -1.8| -0.7 -61 4.4 -0.5| -102) -1.3| -0.6 -43
CL008 |CLO008 4 3 2 21.3 0.8 3.9 0.5 1.2 16 5.0 0.1 2.0 0.3 1.1 9
CL011  |CLoO11 0 3 13 21.4 0.9 4.4 0.5 1.3 18 5.1 0.2 4.1 0.5 1.4 17
Median of CLIA Group 19.0 4.6
Range of CLIA Group 16.5-21.4 4.1-5.1
Robust mean of CLIA Group 189 (n=11) 46(n=11)
Robust SD of CLIA Group 2.00 0.36
CV of CLIA Group 10.6% 7.8%
Median of European CLIA Labs 20.5(n=1212) 49 (n=1221)
Range of European CLIA Labs (16% - 84% ) 17.1-21.7 42-52
Median of All Labs 19.3 4.7
Range of All Labs 16.5-27.8 41-54
Robust mean of All Labs 19.5(n=15) 47(n=15)
Robust SD of All Labs 2.17 0.37
CV of All Labs 11.1% 7.9%
Median of All European Labs ( Xa ) 20.5 4.9
Range of All European Labs (16% - 84% ) 17.2-22.0 42-53
Mean of All European Labs 20.2 (n=1426) 4.9 (n=1429)
SD of All European Labs 2.73 0.59
CV of All European Labs 13.5% 12.2%
SD for proficiency assessment ( o ) 1.64 0.39

HEME (Xa) BILEERRENEONE XSRS A E B R 2 1% (Median ) -
D EAERE (X) B EM (Xa) ZZEE - [D=X-Xa] -
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z score RyfRERIEEHE (D ) RV ERRAEZ (op) ZEE - [zscore=D/op] -

Da% £ D R A AFFREE (MAD) ZEHE - DESER TR [Da%=[D/(XaxMAD)]x100% ] -
Acceptable : |z | <2; Caution : 2 <|z|<3; Unsatisfactory : |z|>3

B 774 1 : Radioimmunoassay ( Sandwich-type ) ; 3 : Chemiluminescent Immunoassay ( Sandwich-type ) °
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Method Name

Method Code Laboratory
Radioimmunoassay ( Sandwich-type ) 1 RH14, RH15, CL012, CL013,
RHO01a, RH02¢, RH06, RH07a, RH12, RH19, RH20
P (1 - 5 s s , s 5 s
¢ m Y (Sandwich-type ) 3 CL005, CL006a, CL00S, CLO11,
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 RHO02c,
Beckman Coulter Access 2 RHO07a, RH12, RH19, CL008,
. RHO01b, RHO7b, RH14, RH15, CL009, CL010, CL012,
Cisbio RIA-gnost 3 CL014a, CLOIS,
Immunotech CLO013,
Siemens ADVIA Centaur RH20, CL006a,
Siemens Immulite 2000 RHO01a, RH06, CL005,
Roche 13 CLO011,
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B TSH igBbe IS B HEER R (Reagent 354 )
IRSREAr | HE2EbE | [ | BB i fg S1 Tl S2
<(iB> | <% | RE | B4 (mIU/L ) D D% z SDI | Da% || (mIU/L) D D% z SDI | Da%

RHO1b RHO1 1 1 3 30.2 2.1 7.5 0.9 0.6 31 6.2 -0.2 3.1 -0.4 -0.6 -13
RHO7b RHO7 7 1 3 274 -0.7 -2.5 -0.3] -0.9 -10 6.3 -0.1 -1.6 -0.2 -0.3 -7
CL009 CL009 3 1 3 284 0.3 1.1 0.1 -0.4 4 6.2 -0.2 -3.1 -0.4 -0.6 -13
CLO10 CLO10 3 1 3 31.9 3.8 13.5 1.7 1.5 56 6.6 0.2 3.1 0.4 0.6 13
CLO14a CLO14 7 1 3 28.1 0.0 0.0 0.0 -0.5 0 6.2 -0.2] -3.1 -0.4 -0.6 -13
CLO15 CLO15 4 1 3 28.8 0.7 2.5 0.3 -0.2 10 6.9 0.5 7.8 1.0 1.6 33
Median of Reagent 3 Group 28.6 6.3
Range of Reagent 3 27.4-31.9 6.2-6.9
Robust mean of Reagent 3 29.1(n=6) 64(n=6)
Robust SD of Reagent 3 1.86 0.32
CV of Reagent 3 6.4% 5.0%
|Assigned Value (Xa) (Reagent 3) 28.1 6.4
SD for proficiency assessment ( G, ) (Reagent 3 ) 225 0.51
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Acceptable : | z|<2; Caution : 2 <|z|<3; Unsatisfactory : [z|>3
f%5#77:%4 1 : Radioimmunoassay ( Sandwich-type ) ; 3 : Chemiluminescent Immunoassay ( Sandwich-type ) ©
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Method Name Method Code Laboratory
Radioimmunoassay ( Sandwich-type ) 1 RHO1b, RHO7b, CL009, CL010, CLO14a, CLO15,
Chemiluminescent Immun ( Sandwich-type ) 3 RHO1a, RHO2¢c, RHO6, RHO7a, RH12, RH19, RH20, CL005,
emiluminesce unoassay ( Sandwich-type L0062, CLOOS, CLOI1,
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 IRHO2c,
Beckman Coulter Access 2 RHO7a, RH12, RH19, CL00S,
Cisbio RIA-gnost 3 RHO1b, RHO7b, RH14, RH15, CL009, CL010, CL012, CLO14a,
CLO15,
Immunotech 5 CLO13,
Siemens ADVIA Centaur 7 IRH20, CL006a,
Siemens Immulite 2000 9 RHO1la, RH06, CLOOS,
Roche 13 CLO11,
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Long Term Observation of CHT ( TSH ) EQA Survey for Confirmatory Hosp.

Survey No : CHT2016-01 TSH (in green []AO )
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Method 1-3 Youden Plot

99

94 1 Youden Plot B &)

89 4

84 j‘ Peer Median x MAD
— E e — o
79 —_—————r———— = 3 [ |
5 74 I | = .
E 47 | : S I I

| - :

69 - o
\N/ I I 2 l. ........ J

6.4 g
» I | a Xa x MAD
Q@ 59 | :
Q- . I 3 3 ¢ ’ -
% 54 | | Sample 81 Assigned Value (Xa)
N, | ; Method 1-3 ( RIA-Reagent 3 )

MAD : Maximum Allowable Deviation

44 - Xa: HFHRETENE R ARERESED
B %% Y 8k (Median ) 2 B8 2 #cid o

39 4

34 4

2-9 - - - - T - - - T - T T T + 4
12.0 143 166 189 21.2 235 258 28.1 304 32.7 350 373 39.6 419 442

Sample S1 (mIU/L)

TSHizERR R mERBARFE 2 HhlE 2/2 Verl.0_20161024



	web_TSH
	CV_TSH
	fig201601TSH



