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TREREEAr | HERSBERE || [EHR | BT | Rl %A S1 T S2
<> | <AEE> | KRB | AEE | BEES [((mioL) | D | D% | : SDI | Da% || (mIUL) || D || D% | z SDI || Da%
RHO1b RHO1 2 1 3 21.8 6.2 39.7| 5.0 1.1 165 6.5 1.6) 32.7 4.1 0.5] 137
RHO07b RHO07 7 1 3 19.8 4.2  26.9 34| -0.4 112 6.3 14| 28.6 3.6 0.0 120
RH14 RH14 4 1 3 18.3 2.7 17.3] 22| -1.4 72 6.3 14| 28.6 3.6 0.0 120
RH15 RH15 7 1 3 20.0 44| 28.2 3.5 -0.2 117 6.5 1.6 32.7 4.1 0.5 137
CL009 CL009 7 1 3 20.9 5.3 34.0 4.2 0.4 141 6.4 1.5 30.6 3.8 0.3| 128
CL010 CL010 3 1 3 22.0 6.4 41.0 5.1 1.2 171 6.3 1.4 28.6 3.6 0.0 120
CL012 CL012 7 1 3 20.2 4.6 29.5| 3.7, -0.1 123 6.3 1.4 28.6 3.6 0.0” 120
cLo13 | cLoi3 | 3 1 5 21.2 56 359 43 o6 149 57 08 163 21 1.3 68
CL014a | CL014 7 1 3 18.6 3.0 19.2 24| -1.2 80 5.6 0.7| 14.3 1.8 -1.8” 60
CL015 | CLO015 7 1 3 20.5 4.9 314 3.9 0.1 131 6.8 1.9 38.8 4.9 1.3” 162
Median of RIA Group 20.4 6.3
Range of RIA Group 18.3 -22.0 5.6-6.8
Robust mean of RIA Group 20.3(n=10) 6.3(n=10)
Robust SD of RIA Group 1.39 0.39
CV of RIA Group 6.8% 6.2%
Median of European RIA Labs 15.8(n=106) 52(n=104)
Range of European RIA Labs (16% - 84% ) 14.8 - 20.7 4.6 - 6.6
WREREAAL | HECRERT | IR || MRS | MRASH Tf S1 T S2
<RE5> | <AEE> | R | A& | Bl [((miom) | D | D% | z SDI [ pa% [[(miuL) [ D | D% z SDI | Da%
RHO1a RHO1 2 3 9 154 -0.2  -1.3]  -0.2 0.4 -5 4.9 0.0 0.0 0.0 0.6 0
RHO02c RHO02 7 3 1 12.1 -3.5| -22.4| -2.8| -2.5 -93 3.8 -1 -22.4|  -2.8) -1.6 -94
RH06 RH06 2 3 9 15.6 0.0 0.0) 0.0 0.6 0 5.0 0.1 2.0 0.3 0.8 9
RHO07a RHO07 2 3 2 14.8 -0.8 -5.1| -0.6] -0.1 -21 4.4 -0.5) -10.2) -1.3| -0.4 -43
RH12 RH12 2 3 2 15.8 0.2 1.3 0.2 0.8 5 4.9 0.0 0.0 0.0 0.6 0
RH19 RH19 5 3 2 14.8 -0.8 -5.1 -0.6) -0.1 -21 4.8 -0.1 -2.0( -0.3 0.4 -9
RH20 RH20 2 3 7 14.3 -3 -83| -1.0] -0.5 -35 4.3 -0.6] -12.2) -1.5] -0.6 -51
CL005 | CLO005 3 3 9 14.6 -1.0 -6.4| -0.8] -0.3 -27 4.8 -0.1 -2.0 -0.3 0.4 -9
CL006a | CL006 3 3 7 13.5 -2.1| -13.5) -1.7| -1.3 -56 4.1 -0.8) -16.3]| -2.1 -1.0 -68
CL008 | CLO008 4 3 2 153 -0.3| -1.9] -0.2 0.4 -8 4.5 -04 -8.2)| -1.0[ -0.2 -34
CL011 | CLo011 0 3 13 16.9 1.3 8.3 1.0 1.8 35 5.4 0.5 10.2 1.3 1.6) 43
Median of CLIA Group 14.8 4.8
Range of CLIA Group 12.1-16.9 3.8-54
Robust mean of CLIA Group 149 (n=11) 46(n=11)
Robust SD of CLIA Group 1.12 0.49
CV of CLIA Group 7.5% 10.7%
Median of European CLIA Labs 15.6 (n=1203) 49 (n=1221)
Range of European CLIA Labs (16% - 84% ) 13.0 - 16.7 4.2-52
Median of All Labs 16.9 5.4
Range of All Labs 12.1-22.0 3.8-6.8
Robust mean of All Labs 17.5(n=21) 54(n=21)
Robust SD of All Labs 3.46 1.05
CV of All Labs 19.8% 19.4%
Median of All European Labs ( Xa ) 15.6 4.9
[Range of All European Labs (16% - 84% ) 13.1-16.9 4.2-53
Mean of All European Labs 15.4 (n=1430) 49 (n=1429)
SD of All European Labs 2.06 0.59
CV of All European Labs 13.4% 12.2%
SD for proficiency assessment ( Sy ) 1.25 0.39
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. AAHFRE (Maximum Allowable Deviation; MAD ) 5 3 x ( S, /Xa)x100% -
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2. DERAERE (X) HEEE (Xa) ZEHE - [D=X-Xa] -
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6. Da% Fy D HEEH A SNFFRZEE (MAD) ZELE » DIEDHEERTR -
7. Acceptable : |z | <2; Caution : 2 <|z|<3; Unsatisfactory : |z|>3 -
8. #E& 7574 1: Radioimmunoassay ( Sandwich-type ) ; 3 : Chemiluminescent Inmunoassay ( Sandwich-type ) °
9
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11
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Method Name

Method Code

Laboratory

Radioimmunoassay ( Sandwich-type )

1

RHO01b, RH07b, RH14, RH15, CL009, CL010, CL012,
CL013, CL014a, CLO015,

Chemiluminescent Inmunoassay ( Sandwich-type )

RHO1a, RH02c, RH06, RH07a, RH12, RH19, RH20,
CL005, CL006a, CL008, CLO11,

Reagent Kit Reagent Code Laboratory
Abbott Architect 1 RHO02c,
Beckman Coulter Access 2 RH07a, RH12, RH19, CL008,
A RHO01b, RHO7b, RH14, RH15, CL009, CL010, CL012,
Cisbio RIA-gnost 3 CLO014a, CLO15,
Immunotech CL013,
Siemens ADVIA Centaur RH20, CL006a,
Siemens Immulite 2000 RHO01a, RH06, CL005,
Roche 13 CLO011,
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Long Term Observation of CHT ( TSH ) EQA Survey for Confirmatory Hosp.
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