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RS> | <S> | R¥ | ZEE | Bl%ESE (mIUL)| D | D% z SDI | Da% [(mIU/L)| D | D% z SDI | Da%
RHO1b |RHO1 2 1 3 7.6 -14| -156, -19| -0.2 -65 35 0.1 2.9 04 -0.8 12
RHO7b |RHO7 4 1 3 7.6 -14| -15.6| -19| -0.2 -65 3.7 0.3 8.8 1.1 0.8 37
RH14 RH14 7 1 3 7.1 -1.9| 211, -2.6| -1.5 -88 35 0.1 2.9 04 -0.8 12
RH15 RH15 7 1 3 7.6 -14| -156, -19| -0.2 -65 3.6 0.2 5.9 0.7 0.0 25
CL009 |CL009 3 1 3 7.3 -1.7| -189, -24| -1.0 -79 3.6 0.2 5.9 0.7 0.0 25
CL010 |CL010 3 1 3 8.1 -0.9 -10.0, -1.3 1.0 -42 34 0.0 0.0 0.0/ -1.5 0
CL012 |CL012 7 1 3 7.7 -1.3| -144| -1.8 0.0 -60 3.6 0.2 5.9 0.7 0.0 25
CL013 |CL013 3 1 5 11.5 25 27.8 3.5 9.3 116 3.7 0.3 8.8 1.1 0.8 37
CL014a |CL014 7 1 3 7.7 -1.3| -144 -1.8 0.0 -60 35 0.1 2.9 04 -0.8 12
CL015 |CL015 7 1 3 8.0 -1.0) -11.1)  -1.4 0.7 -46 3.8 04 118 1.5 1.5 49
Median of RIA Group 7.7 3.6
Range of RIA Group 7.1-11.5 34-38
Robust mean of RIA Group 7.7(n=10) 3.6(n=10)
Robust SD of RIA Group 0.41 0.13
CV of RIA Group 5.3% 3.6%
Median of European RIA Labs 9.8(n=101) 3.5(n=103)
Range of European RIA Labs (16% - 84% ) 9.3-10.3 3.0-4.0
BN k| EH | R8T | R B S1 T S2

<> | <Uf%> | RE | AEHE | BI4EE (mIUL)| D | D% z SDI [Da% |[(mIU/L)| D | D% z SDI | Da%
RHOla |RHO1 7 3 9 9.4 0.4 4.4 0.6 0.1 19 3.1 -0.3 -88 -1.1| -0.6 -37
RH02¢ |RHO02 7 3 1 10.6 1.6) 17.8 2.2 13 74 3.1 -0.3] -88 -1.1| -0.6 -37
RHO06 RHO06 3 3 9 9.1 0.1 1.1 01| -0.2 5 33 0.1 29 -04 0.0 -12
RH07a |RHO07 2 3 2 8.3 -0.7) -7.8) -1.0| -1.0 -32 33 0.1 29 -04 0.0 -12
RH12 RH12 4 3 2 8.9 -0.1 -1.1, -0.1| -0.4 -5 3.7 0.3 8.8 1.1 1.1 37
RH19 RH19 2 3 2 10.9 1.9/ 211 2.6 1.6 88 4.0 0.6 17.6 2.2 2.0 74
RH20 RH20 2 3 7 8.7 -03] -33, -04| -0.6 -14 2.8 -0.6| -17.6) -2.2| -14 -74
CL005 |CL005 7 3 9 8.7 -03] -33, -04| -0.6 -14 3.2 02 -59, -07 -03 -25
CL006a |CL006 4 3 7 8.4 -0.6) -6.7 -0.8/ -0.9 -28 29 -0.5 -147, -19| -1.1 -62
CL008 |CL008 4 3 2 10.2 1.2 133 1.7 0.9 56 3.1 -03] -88 -1.1| -0.6 -37
CLO011 |CLO11 3 3 13 9.0 0.0 0.0 0.0/ -0.3 0 35 0.1 2.9 0.4 0.6 12
Median of CLIA Group 9.0 3.2
Range of CLIA Group 8.3-109 2.8-4.0
Robust mean of CLIA Group 93(n=11) 33(n=11)
Robust SD of CLIA Group 0.98 0.35
CV of CLIA Group 10.5% 10.6%
Median of European CLIA Labs 9.0 (n=1200) 34(n=1183)
Range of European CLIA Labs (16% - 84% ) 8.5-10.3 3.1-3.6
Median of All Labs 8.4 3.5
Range of All Labs 7.1-11.5 2.8-4.0
Robust mean of All Labs 8.6(n=21) 34(n=21)
Robust SD of All Labs 1.22 0.32
CV of All Labs 14.2% 9.4%
Median of All European Labs ( Xa) 9.0 34
Range of All European Labs (16% - 84% ) 8.3-10.3 3.0-3.7
Mean of All European Labs 9.2(n=1412) 3.4(n=1403)
SD of All European Labs 1.23 0.40
CV of All European Labs 13.4% 11.9%
SD for proficiency assessment ( 6} ) 0.72 0.27
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Method Name Method Code Laboratory
Radioimmunoassay ( Sandwich-type ) 1 RHO01b, RH07b, RH14, RH15, CL009, CL010, CL012,
v Y wich-typ CLO013, CL014a, CLO15,
o . RHO01a, RH02¢, RH06, RH07a, RH12, RH19, RH20,
Chemiluminescent Immunoassay ( Sandwich-type ) 3 CL005, CL006a, CL00S, CLO11,
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 RHO02c,
Beckman Coulter Access 2 RHO07a, RH12, RH19, CL008,
L RHO1b, RHO07b, RH14, RH15, CL009, CL010, CL012,
Cisbio RIA-gnost 3 CL0142, CLOIS,
Immunotech 5 CLO013,
Siemens ADVIA Centaur RH20, CL006a,
Siemens Immulite 2000 RHO1a, RH06, CL005,
Roche 13 CLO11,
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Long Term Observation of CHT ( TSH ) EQA Survey for Confirmatory Hosp.

'Survey No : CHT2015-01 TSH (in green  1.0))|

- Total participants' CV result ploted TSH against surveys

40%
30%
cv ®
®
e ®
20% | ®
° . * . - "o
° m °*° °%y o)
® : . = ¢ - A ‘] A A .
104 A e AL
A | | w)
¢ - | o A g A AL nt
e . A - m = n = | = O
|
L
BatchNo CHT2012-04 CHT2012-06 CHT2012-08 CHT2013-01 CHT2013-04 CHT2013-08 CHT2013-10 CHT2014-02 CHT2014-04 CHT2014-07 CHT2014-10 CHT2015-01
Fig TSH-2.1
- Total participants' CV result ploted TSH against concentration
40%
30%
cv |@
20%
° " .
®
) A ©H L ®
; A B A_!. ’
10% Y A "
| A g
=10 10 30 50 70 90 110 130 150 170
n: 188 Hedian of CV: 9.4% Hean of CV: 9.2% 5D of CV: 5.8% Range of CV: 0%-25,3% (date: CHT2812-84 to CHT2015-81)
Fig TSH-2.2

#:x:1). ] Method 1 ,AA Method 3 ,@O All Method
2). & R AL A e e <http://cht. qap. tw>
. ¥F ERRAGE T FEALEE FER e
10699 » # 285z 26-624 7 48
T3 0 (02) 2703-6080 BE :(02) 2703-6070

(Report generated at 2015-02-10 08:05:41)




CHT2015-01 #+ = TSH & % I "% &g Si3t Ao 0

B CHT2015-01 W48 i p % (20152 02 0 027 2% 0 p 4 : 2015 % 02 7 09
vl > Be(v ) 21 i (100%)

|

B3R o J%;lkﬁ

Sample S1 #4 S1 1 T &
. FME P
i i
011 I—H] A Metnod BF S EE ZSEEFL @8 Ak
! ! ~# (Median) (Mean) (SD) (cv)
1 1
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